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Figure 3: 

Clustal W alignment of precited amino acid sequences of SCS0009 with SV1 and SV2 



#1 

SCS000 9 MPSGCRCLHLVCLLCILGAPG QPVRA 

SV1-ORF 

SV2-ORF 

# 

SCS0 00 9 DDCSSHCDLAHGCCAPDGSCRCDPGWEGLHCERCVRMPGCQHGTCHQPWQCICHSGWAGK 

SV1-ORF MPGCQHGTCHQPWQCICHSGWAGK 

SV2-ORF MPGCQHGTCHQPWQCICHSGWA-- 

********************** 

I # ## 

SCS000 9 FCDK GFHGRDCERKAGPCEQAGS PCRNGG 

SV1-ORF FCDKDEHICTTQSPCQNGGQCMYDGGGEYHCVCLPGFHGRDCERKAGPCEQAGS PCRNGG 

SV2-ORF DEH I CTTQSPCQNGGQCMYDGGGEYHCVCLPGFHGRDCERKAGPCEQAGS PCRNGG 

******************************************************** 

SCS0009 QCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLMRPCANGATCLDGINRFSCLCPEGFAG 

SV1-ORF QCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLMRPCANGATCLDGINRFSCLCPEGFAG 

SV2-ORF QCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLMRPCANGATCLDGINRFSCLCPEGFAG 
****** *********************************±*±± + * + + + *^ lk j l .j._ h j.^^ i< ^^ 

SCS0 009 RFCTINLDDCASRPCQRGARCRDRVHDFDCLCPSGYGGKTCELVLPVPDPPTTVDTPLGP 
SV1-ORF RFCTINLDDCASRPCQRGARCRDRVHDFDCLCPSGYGGKTCELVLPVPDPPTTVDTPLGP 
SV2-ORF RFCTINLDDCASRPCQRGARCRDRVHDFDCLCPSGYGGKTCELVLPVPDPPTTVDTPLGP 

************************************************************ 

SCS00 0 9 T S A V W PAT G P A PH S AG AG L LR I S VKE V VRRQE AGL G EPS L V AL VV FGAL T AAL V L AT V L 

SV1-ORF TSAVWPATGPAPHSAGAGLLRI SVKEVVRRQEAGLGEPSLVALWFGALTAALVLATVL 

SV2-ORF TSAVWPATGPAPHSAGAGLLRI SVKEVVRRQEAGLGEPSLVALWFGALTAALVLATVL 

************************************************************ 

SCS0009 LTLRAWRRGVCPPGPCCYPAPHYAPACQDQECQVSMLPAGLPLPRDLPPEPGKTTAL. 
SV1-ORF LTLRAWRRGVCPPGPCCYPAPHYAPACQDQECQVSMLPAGLPLPRDLPPEPGKTTAL. 
SV2-ORF LTLRAWRRGVCPPGPCCYPAPHYAPACQDQECQVSMLPAGLPLPRDLPPEPGKTTAL. 

********************************** *********************** 



# a bov e amino acids - exon boundaries. 



In the translation, the SV1 and SV2 sequences are shown representing the 
longest ORF available. 

The predicted signal peptide of SCS0009 is—&how R high lig hted Hbft-yej=jrew 
under 1 irie d . 

The SV1 and SV2 longest ORFs do not contain predicted signal peptides. 
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Figure 3: 

Clustal W alignment of precited amino acid sequences of SCS0009 with SV1 and SV2 

## 

S C S 0 0 0 9 M PSGCRCLHLVCLLCILGAPG Q PVRA 

SVI-ORF 

SV2-ORF 

# 

SCS0009 DDCSSHCDLAHGCCAPDGSCRCDPGWEGLHCERCVRMPGCQHGTCHQPWQCICHSGWAGK 

SVI-ORF MPGCQHGTCHQPWQCICHSGWAGK 

SV2-ORF MPGCQHGTCHQPWQCICHSGWA-- 

********************** 

# # ## 

SCS000 9 FCDK GFHGRDCERKAGPCEQAGS PCRNGG 

SVI-ORF FCDKDEHICTTQSPCQNGGQCMYDGGGEYHCVCLPGFHGRDCERKAGPCEQAGS PCRNGG 

SV2-ORF DEHICTTQSPCQNGGQCMYDGGGEYHCVCLPGFHGRDCERKAGPCEQAGS PCRNGG 

********************************************************* 

SCS000 9 QCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLMRPCANGATCLDGINRFSCLCPEGFAG 
SVI-ORF QCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLMRPCANGATCLDGINRFSCLCPEGFAG 
SV2-ORF QCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLMRPCANGATCLDGINRFSCLCPEGFAG 
************************************************************ 

SCS0 009 RFCTINLDDCASRPCQRGARCRDRVHDFDCLCPSGYGGKTCELVLPVPDPPTTVDTPLGP 
SVI-ORF RFCTINLDDCASRPCQRGARCRDRVHDFDCLCPSGYGGKTCELVLPVPDPPTTVDTPLGP 
SV2-ORF RFCTINLDDCASRPCQRGARCRDRVHDFDCLCPSGYGGKTCELVLPVPDPPTTVDTPLGP 
**************************************************-********** 

SCS0 00 9 T S AVVVPA'TGPAPHS AGAGLLR I S VKE VVRRQE AGLGE P S L V ALVVFGALT AALVLAT VL 

SVI-ORF TSAWVPATGPAPHSAGAGLLRISVKEWRRQEAGLGEPSLVALVVFGALTAALVLATVL 
SV2-ORF TSAVVVPATGPAPHSAGAGLLRISVKEVVRRQEAGLGEPSLVALVVFGALTAALVLATVL 

************************************************************ 

SCS000 9 LTLRAWRRGVCPPGPCCYPAPHYAPACQDQECQVSMLPAGLPLPRDLPPEPGKTTAL . 

SVI-ORF LTLRAWRRGVCPPGPCCYPAPHYAPACQDQSCQVSMLPAGLPLPRDLPPEPGKTTAL. 
SV2-ORF LTLRAWRRGVCPPGPCCYPAPHYAPACQDQECQVSMLPAGLPLPRDLPPEPGKTTAL . 

********************************* 

# above amino acids — exori boundaries . 

In the translation, the SV1 and SV2 sequences are shown representing the 
longest ORF available. 



The predicted signal peptide of SCS0009 is underlined. 

The SV1 and SV2 longest ORFs do not contain predicted signal peptides. 
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Figure 23 

Nucleotide sequence with translation of SCS0009-SV5 PCR product indicating the positions 
of the SCS0009-AP1 , -AP2, -AP3 and -AP4 primers used to generate the SCS0009 
sequence. 



SCS0009-AP1 



1 tccatccgtc cgtccctcct ggggccggcg ctgaccatgc ccagcggctg ccgctgcctg 

m psg crcl 



61 catctcgtgt gcctgttgtg cattctgggg gctcccggtc agcctgtccg agccgatgac 

h 1 v c 1 1 c i I g a p g q p v r a d ci 

121 tgcagctccc actgtgacct ggcccacggc tgctgtgcac ctgacggctc ctgcaggtgt 

ess hcd lahg c c a p d g sere 

181 gacccgggct gggaggggct gcactgtgag cgctgtgtga ggatgcctgg ctgccagcac 

d p g w e g 1 h c e rev r in p g c q h 



241 ggtacctgcc accagccatg geagtgeate tgccacagtg gctgggcagg caagttctgt 

g t c h q p w q c .1 c h s g w a g k £ c 



SCS0009-AP2 



301 gacaaagat g aacatatctg taccacgcag tccccctgcc agaatggagg ccagtgeatg 

d k. d. e h 1 c t t q s p e q n g g q c m 

SCS0009-AP3 

-► 



361 tatgaeg ggg gcggtgagta ccattgtgtg tgcttaccag gcttccatgg gcgtgactgc 

yeg g ge y hev c 1 p gfh g rde 



421 gagegcaagg ctggaccctg tgaaeaggca ggctccccat geegcaatgg cgggcagtgc 

e r k a g p c e q a g s p c r n g g q c 

481 caggacgacc agggctttgc tctcaacttc acgtgccgct gcttggtggg ctttgtgggt 

q d d q g £ a 1 n £ t c r c 1 v g f v g 

541 gcccgctgtg aggtaaatgt ggatgactgc ctgatgegge cttgtgctaa cggtgccacc 

are e v n vddc 1 m r pea ngat 

601 tgccttgacg gcataaaccg cttctcctgc ctctgtcctg agggctttgc tggaegctte 

eld gin rfsc lep egf agrf 

661 tgcaccatca acctggatga etgtgccagc cgcccatgcc agagaggggc ccgctgtcgg 

c t i n 1 d d c a s r p c q r g a. r c r 

721 gaccgtgtcc acgacttcga ctgcctctgc cccagtggct atggtggcaa gacctgtgag 

d r v h d .£ d c 1. c psg y g g k t c e 

781 cttgtcttac ctgtcccaga ceccccaacc acagtggaca cccctctagg gcccacctca 

1 v 1 p v p d p p t t v d t p 1 g p t s 



Annotated Sheet - 10/540,845 



- 27/36 - 



841 gctgtagtgg tacctgccac ggggccagcc ccccacagcg caggggctgg tctgctgcgg 

a v v v p a t g p a p h s a g a g 1 1 r 

901 atctcagtga aggaggtggt gcggaggcaa gaggctgggc taggtgagcc tagcttggtg 

i s v kev v r r q eag 1 g e pslv 

961 gccctggtgg tgtttggggc cctcactgct gccctggttc tggctactgt gttgctgacc 

a 1 v v f g alta a 1 v 1 a t v 1 1 t 

1021 ctgagggcct ggcgccgggg tgtctgcccc cctggaccct gttgctaccc tgccccacac 

1 r a. w r r g v c p p g p c c y p a p n 

1081 tatgctccag cgtgccagga ccaggagtgt caggttagca tgctgccagc agggctcccc 

yap a c q d q e c q v s m 1 p a g 1 p 

1141 ctgccacgtg acttgccccc tgagcctgga aagaccacag cactgtgatg gaggtgggg 

1 P r d 1 p pep g k. t t a 1 
4 SCS0009-AP4 



Underlined Sequence 
SCS0009 prediction 



(positions 308-4 00) 



-±*i — grey - 



bases not present in 
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Figure 23 

Nucleotide sequence with translation of SCS0009-SV5 PCR product indicating the positions 
of the SCS0009-AP1, -AP2, -APS and -AP4 primers used to generate the SCS0009 
sequence. 



SCS0009-AP1 

1 tccatccgtc cgtccctcct ggggccggcg ctgaccatgc ccagcggctg ccgctgcctg 

m p s g c r c 1 

► 

61 catctcgtgt gcctgttgtg cattctgggg gctcccggtc agcctgtccg agccgatgac 

h 1 v ell c i 1 g a p g qpv r a d ci 



121 tgcagctccc actgtgacct ggcccacggc tgctgtgcac ctgacggctc ctgcaggtgt 

c s s h c d 1 a h g oca p d. g s c: r c 

181 gacccgggct gggaggggct gcactgtgag cgctgtgtga ggatgcctgg ctgccagcac 

d p g w e g 1 h c e r c v r rn p g c q h 



241 ggtacctgcc accagccatg gcagtgcatc tgccacagtg gctgggcagg caagttctgt 
etc h q p q c i c h s g w a g k f c 

*SCS0009-AP2 



301 gacaaag atg aacatatctg taccacgcag tccccctgcc agaatggagg ccagtgcatg 

a k d e h i c: t t q s p c q n g g q c m 

SCSQQG9-AP3 
► 

361 tatgaegggg gcggtgagta ccattgtgtg tgcttaccag gcttccatgg gcgtgactgc 

y d g g g e y h c v c 1 p g f h g r d c 



421 gagegcaagg ctggaccctg tgaacaggca ggctccccat geegcaatgg cgggcagtgc 

erk agp ceqa a sp crn ggqc 

481 caggacgacc agggctttgc tctcaacttc acgtgccgct gcttggtggg ctttgtgggt 

q d d q g f a 1 n f tor civ g f v g 

541 gcccgctgtg aggtaaatgt ggatgactgc ctgatgegge cttgtgctaa cggtgccacc 

a. r c e v n v d. d, c 1 m r p c a n g a t 

601 tgccttgacg gcataaaccg cttctcctgc ctctgtcctg agggctttgc tggaegctte 

c 1 ci g i n r f s c 1 c p e g f a g r f 

661 tgcaccatca acctggatga ctgtgccagc cgcccatgcc agagaggggc ccgctgtcgg 

c t i n 1 d d c a s r p c q; r g a r c r 

721 gaccgtgtcc acgacttcga ctgcctctgc cccagtggct atggtggcaa gacctgtgag 

d. r v h d f dele p s g y g g k t c e 

781 cttgtcttac ctgtcccaga ccccccaacc acagtggaca cccctctagg gcccacctca 

1 v 1 p v p d p p t t v d t p 1 g p t s 
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841 gctgtagtgg tacctgccac ggggccagcc ccccacagcg caggggctgg tctgctgcgg 

a v v v p a t g p a p h s a. g a g 1 1 r 

901 atctcagtga aggaggtggt gcggaggcaa gaggctgggc taggtgagcc tagcttggtg 

i s v k.e v v r r q eag lge ps .lv 

961 gccctggtgg tgtttggggc cctcactgct gccctggttc tggctactgt gttgctgacc 

a 1 v v f g a lt. a alv lat v 1 1 t 

1021 ctgagggcct ggcgccgggg tgtctgcccc cctggaccct gttgctaccc tgccccacac 

1 r a w r r g v c p p g p c c y p a p h 

1081 tatgctccag cgtgccagga ccaggagtgt caggttagca tgctgccagc agggctcccc 

yap a e q d q e c q v s m J.. p a g 1 p 

1141 ctgccacgtg acttgccccc tgagcctgga aagaccacag cactgtgatg gaggtgggg 

1 p r d 1 p p e p g k t t a 1 
^ SCS0009-AP4 



Underlined Sequence (positions 308-400)= bases not present in SCS0009 
prediction 



